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Background: Trichomoniasis infection is the most common
non-viral sexually transmitteddiseaseworldwide. In this study, the
frequency of Trichomonas vaginalis infection and the possible risk
factors were examined in women attending gynecological clinics
in Qom, central Iran.
Methods & Materials: A total of 300 women aged 18-50 years
were enrolled. Three swab specimens were collected from vagi-
nal discharge of each woman. One swab was used for wet mount
preparation and examined for ﬂagellated organism with motility
by microscopy; the second swab was used for smear prepara-
tion and stained with Giemsa and Gram and examined under the
light microscope for cellular/bacterial morphology. The last swab
was inoculated into PBS, DNA was extracted by phenol-chloroform
method and PCR was set for ITS DNA region. The result of ITS-PCR
was conﬁrmed by sequencing of the PCR product.
Results: Of total 300 vaginal specimens, 34 samples (11.3%)
in wet mount and 96 samples (32%) in ITS-PCR were positive
for T. vaginalis (T.V.) infection. The result of sequencing showed
the target gene was ampliﬁed. Chi-Square and Fisher-Exact tests
showed statistically signiﬁcant difference between T.V. positive
and T.V. negative subjects in regard of dysuria (P =0.001), itching
(P =0.05), history of abortion (P =0.001), low-birthweight (P =0.05)
and ectopic pregnancy (P =0.002). There was also a signiﬁcant
increase in epithelial cells and white blood cells (P =0.000) and
Gram+bacteria (P =0.001) shedding invaginaldischargeofT.V. pos-
itive group. Binary logistic regression analysis showed that the risk
of T.V. infection was signiﬁcantly increased in women with history
of abortion (OR=91.84; 95%CI =15.50-544.22; P =0.000), prema-
ture birth (OR=43.29; 95%CI =2.78-671.98; P =0.007), and PROM
(OR=21.75; 95%CI =2.12-222.95; P =0.009).
Conclusion: Awareness should be raised in women with T.
vaginalis infection regarding the high risk of reproductive com-
plications such as abortion. Early diagnosis by PCR and accurate
treatment of infected people could prevent dissemination of the
infection.
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Molecular approach to detect Albendazole
resistance in Trichuris trichiura among Orang
Asli in Malaysia
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International Medical University (IMU), Kuala
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Background: Albendazole (ABZ), a benzimidazole (BZ) drug is
commonly used to treat gastorintestinal parasites (GIP),mainly soil
transmitted helminths (STHs) like Trichuris trichiura and Ascaris
lumbricoides. Mass drug admistration (MDA) has been used for the
control of these infectionsbutparasite anthelminthic resistancehas
been reported inhuman. Single nucleotide polymorphism (SNPs) in
the -tubulin gene at codon positions 167, 198 and 200 is reported
to cause resistance in parasitic nematodes. Benzimidazole resis-
tant study by screening-tubulin gene has not been investigated in
Malaysia. Thus, in this study, we investigated the presence of resis-
tance markers at codon 198 and 200 of -tubulin gene in Trichuris
trichiura before and after 1 month of albendazole administration.
Methods & Materials: This study was conducted at
Kg.Serendah, Malaysia. Genomic DNA was extracted from individ-
ual eggs in fecal samples pre and post albendazole treatment. A
simple conventional PCR using high ﬁdelity enzyme was used to
amplify -tubulin gene from Trichuris trchiura. The PCR products
were sequenced using Sanger sequencing method. The sequences
obtained were aligned using Vector NTI 9.0 TM.
Results: Post 1 month treatment, the cure rate for Trichuris
trichiura was at 46%. No polymorphisms at either codon 198 or 200
were detected among the isolated parasite eggs from this study
area.
Conclusion: It is recommended that periodicmolecular screen-
ing for drug resistance developing in target parasites be included
in control programmes where MDA with albendazole is used.
http://dx.doi.org/10.1016/j.ijid.2016.02.794
